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A survey for the presence of Campylobacter spp. on carcasses post slaughter, and in retail 
Packaged meats, was undertaken. Carcasses of lamb (n=100) were sampled by swabbing while beef 
arcasses (n=100) had samples of neck meat removed. Sampling was less than four hours post- 
daughter, and no Campylobacters were found. Similarly retail packs of beef (n=50) and pork (n=50) 
ere free of Campylobacters. However 38% of raw poultry in retail packs (n=120) had Campylobacters 
r®sent. All packs were of the same brand and the rates of isolation of Campylobacter jejuni and 
^PYlobacter coli were almost equal. Subsequent typing of the isolates was undertaken but thirteenOf .Le original forty-five isolates lost viability in storage. About half of the survivors were 
^Pypable using Penner serotyping, illustrating the limitations of this conventional methodology, 
ing p c r-rflp (polymerase chain reaction, restriction fragment length polymorphism) typing nine 
stinct types were detected in the thirty two viable cultures. It was seen that certain types 
®chrred over the twelve months of sampling hence, given that broilers have a lifespan of about six 
e ŝ, either vertical transmission of these organisms is occurring or residual contamination of the 
aring houses is re-infecting new flocks. The typing system evaluated should provide a useful tool 
determining the exact source of these infections.
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AcKground and OBJECTIVES. Reports of salmonellosis in Northern Ireland exceeded those of 
'''bylobacter infections until 1990 but subsequently there has been a marked increase in 

^Pylobacter infections and Campylobacter spp. are now the major cause of food-borne infections, 
k Ce meats are often implicated in cases of Campylobacter food-poisoning a survey of raw meats,

^ a*" ^he abattoir and in retail outlets, for the presence of Campylobacters was undertaken. In 
1Unction with the meat survey genetic methods of typing Campylobacters were evaluated to see if 

^  Could P rovide appropriate tools for investigating the sources of any isolates obtained during 
survey. Conventional phenotyping and serotyping were also be conducted for comparative purposes.

«U
Erials and methods, Carcasses were swabbed (100cm2) and the swab was treated as the meat samples
ussed below. Meat samples (lOg) were added to 90ml Preston selective broth, supplemented with FBP 

°n / b i s u l p h i t e ,  p y r u v a te )  (George e t  a l . 1978) and in c u b a te d  m ic r o a e r o p h i l ic a l ly  (42°C, 4 8 h ) . The
icWent was then streaked onto Preston selective agar and re-incubated (42°C, 24-48h) prior to
ectin3 typical colonies and confirming the presence of Campylobacters by the normal biotyping 
6^UrSS B̂o -̂ton anb Robertson, 1982) . Penner serotyping was conducted by Dr Andrew Fox at 
ester Public Health Laboratory, England. Genetic typing was based on the method of Nachamkin et 
4, with a primer amplifying part of the Fla A gene used in the PCR protocol, then the products 

8- digested with Ddel restriction endonuclease. Agarose gels (2%) were run for six hours (70V) to 
Cate the d ig e s t io n  p ro d u c ts  and visualisation used ethidium bromide stain.

*6:SüLt s
AND DISCUSSION. No C am pylobacter spp w ere found  on lamb c a rc a s s e s  (n=100) and to  im prove

°v©ries samples of neck meat were taken from beef carcasses (n=100) but again all samples were
l v s .  R e t a i l  pack s o f  b e e f  (n=50) and p o rk  (n=50) a ls o  y ie ld e d  no C am pylobacter sp p . however

!9at

aU(v Packs of poultry (n=120) yielded Campylobacters in 38% of samples. Campylobacter coli and
io b a c te r  j e j u n i  w ere found in  a lm o st e q u a l num bers. As th e  su rv ey  was conducted  o v er a p e r io d

otie
ture

c^VIle year cultures isolated were stored at -20°C pending typing. However 13 out of a total of 45 
t)^Utes lost viability. Typing of the remainder yielded the results shown (Table 1). The large 

r °f untypable strains (29%) illustrates the limitations of the serotyping employed, and
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overall five serotypes „.re rote,. However «sins PCR/RELR nine ™: r : = --■ -
-, ^ » r p n - p r i s a t i o n  o f p o u l t r y  Campylobacter sp p .

: r r  — — - « . — — -  -  — r ™  r ”

n S  due t o s h e l l  contam ination^  or

— i f  r : r : r r : r :  r s r ' n . ? —  . t ^ -

s i : ; s  : S t S S “ S L n n s S s : i n s s r s  s r s n S e e r i n ,  nonsee.

= — ** — “ i :  : :  S e r n s n r r n : ; s s r n
sectional studies » ere  called fo r  t o d e f  to o l  £or tr a c in g  Campylobacter specie,
the typing method evaluated would appear P
through th e  prod u ction  c y c le  to  r e t a i l  p a d s ,  then on to  consum ers.

CONChgSIONS. su r v e y , o f lamb and h .e f  a t a b a tto ir s  produced no e v i n c e  o f  ^ S . r S ,  o f r e t a i l  
■ . •  u i i d h b  r e t a i l  l e v e l  b ee f and pork were Campylobacter f r e e .  However

contamrna ion w  ̂ pcr/ rflp ty p in g  method th e  p o u ltry  i s o la t e s  were

S n r “ / ™  w ith  co n ven tion a l sero lo g y  where " ^ a

n S " n “ " S ei : ! : : t ” r s S c .  can now be in v e s t ig a te d  u sin g  th e  

m ethodology develop ed . Prophylactic m easures w i l l  then be proposed.
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